Fable 3 Molecular analysis of hepatitis B virus in acute hepatitis B cases among disabled residents of a nursing home in Tiirkiye,

2021
Patient no. Age (vears)/ sex HEVY genotype/ pol gene 8 gene mutations HBV DNA load
subtype RT mutations (IL/mL)
| Go/F Unidentified
2 8g/F D/Dj3 ND ND 31+E8
T D/D3 ND ND
3 T6IF Unidentified L6+EB
4 g5/F Unidentified 1.2+E4
5 42F Unidentified »2.0+E7
g DyD1 rtLgal, THAISIT, sT131S, SW172L,
riivizogl, reVaigd, 551031, sWigsL
ntQaispP
& 44/M D/D3 ND ND

F = fernale, M = male, pol = polymenase, RT = reverse transcriptase, 5 = surface antiger, NI = aralysed bt mor detected, Unddertified = DNA sequencing nof siocessful
“Lequerice dralysis of the same perient performed for the second fime.
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